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– A novel visualization technique for spatial variation of predictor variable colinearity –

Quick start guide for PURV analyses



Folder: mask
Contains only one species specific mask file (*.asc)

General Folder Structure required for PURV analyses

Contains only one species specific mask file ( .asc) 
defining the training area (values of 1) within the whole 
area of interest (coded as ‐9999; outside training area). 
Make sure that the spatial extend and the resolution of 
the *.asc file matches those in the …/climate/reference 
folder

main_folder: Folder: climate
Contains multiple subfolders depending on the scenarios and areas 
of interest (e.g. different areas, future climate change projections). Content: one folder with the mask 

file (* asc) and another folder with One subfolder labled ‚reference‘ is pivotal acting as basis for 
computation of the regression parameters within the trainings 
range (in most cases the current climate data). Possible other 
projection folders can have any lable. Make sure that each further 
projection folder contains all variables located in ‚reference‘ in asc
format and that the variables have the same names.

file ( .asc) and another folder with 
environmental layers in 
subfolders. 

Make sure that a maxent.jar (vers. 
3.3.3a or higher) is located here! 

Folder: z_climate
Will be generated during analyses and contains z‐
transformed *.asc files of each layer. Has the same data 
structure as the folder climate‘

This folder is the starting point for 
the analyses. Load the PURV‐
function into R and  type in the 
directory path into it. The analyses 
will start automatically. 

Folder: res_climate

structure as  the folder ‚climate

Will be generated during analyses and represents *.asc layer 
of residuals derived from all possible pairwise comparisons

y

Note that the path must not 
contain any blank spaces and that 
the directory structure and folder 
labels are exactly as proposed here 
to avoid errors The name of this of residuals derived from all possible pairwise comparisons. 

Has the same data structure as  the folder ‚climate‘
to avoid errors. The name of this 
folder is not important.

Create for each species a separate 
main_folder (inc. substructure)

Results of the PURV analyses with MAXENTResults of the PURV analyses with MAXENT
For each folder in res_climateMESS maps based on the 
residual layers are calculated using the relevant tool in 
MAXENT. *.asc files showing PURV results and most limiting 
factors are labled according to the foleder names in ‚climate‘



Getting started

Save all training data files into a single folder and copy a recent version of Maxent (vers 3 3 3a or higher‐ Save all training data files into a single folder and copy a recent version of Maxent (vers. 3.3.3a or higher
Phillips et al. 2006) into it. Make sure that the folder path does not contain spaces

‐ Start Cran R and make sure that the sp package is installed

‐ Type the absolute file path to the main_folder into the PURV function

‐ Copy the whole content of the Tinn‐R file into R

‐ The analyses will run automatically and R will create a new folders containing the results

‐ Consult the next page for a detailed explanation of the folder structure
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for‐ Type the path to this folder into the PURV function

Structure of the training sample avaliable as online Appendix
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Climate data as *.asc files for the reference area and
optionally other areas or time slices

‐ Type the path to this folder into the PURV function,
make sure that it does not contain blank spaces
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optionally other areas or time slices

‐Mask file defining the training area *.asc
‐Maxent ver. 3.3.3a or higher a
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Folders containing z‐standardized *.asc files
for each climate data set in climate‘ suts
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for each climate data set in ‚climate

Folders containing grids with residuals of tically
gener
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RV function

z‐standardized *.asc files for each climate
data set in ‚climate‘ based on the training area
definde through the mask file

rated‐Matrix showing Intercepts of the regressions
‐Matrix showing R  scores of each pairwise‐comparison
‐Matrix showing the slopes of the regressions
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‐ Folder containing PURV and most deviating residuals maps

Available through: http://www.cs.princeton.edu/~schapire/maxent/
a
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